evaporated, and the oily product obtained was re-dissolved in methanol (100 mL). Sodium borohydride (1.63 g, 4.309 × 10 -2 mol) was added in portions to the product solution. The mixture was left to stir at room temperature in a flask overnight. The solvent was then evaporated to dryness, and the white product was dissolved in water (50 mL) and extracted with dichloromethane (3 × 50 mL). The combined organic layers were dried with anhydrous magnesium sulfate (1.7 g). The mixture was filtered and the filtrate was evaporated to dryness. The crude product was purified by column chromatography on a neutral-alumina column (2% CH 3 OH in CH 2 Cl 2 ) to give 1 as a white powder. Yield: 2.1g, 56%. M.p 88.0 -88.5 o C. 1 
NMR Spectra

X-ray crystallography
A blue prism-shaped crystal of dimensions 0.52 × 0.19 × 0.14 mm was selected for structural analysis.
The intensity data for this compound was collected using a diffractometer with a Bruker APEX ccd area detector [2] and graphite-monochromated MoK radiation ( = 0.71073 Å). The sample was cooled to 100(2) K. Cell parameters were determined from a non-linear least squares fit of 5,296 peaks in the range 2.42 <  < 28.11°. A total of 16,571 data points were measured in the range 1.82 <  < 28.33° using  and oscillation frames. The data was corrected for absorption by the semi-empirical method [3] giving minimum and maximum transmission factors of 0.136 and 0.474. The data was merged to form a set of 7,656 independent data with R(int) = 0.0668 and a coverage of 100.0 %.
The monoclinic space group Pn was determined by systematic absences and statistical tests and verified by subsequent refinement. The structure was solved by direct methods and refined by full-matrix leastsquares methods on F 2 [4] . Hydrogen atom positions of atoms bonded to carbons were initially determined by geometry and refined by a riding model. Hydrogens bonded to the nitrogens and water were located on difference maps, and their positions were refined independently, with restraints. Nonhydrogen atoms were refined with anisotropic displacement parameters. Hydrogen atom displacement parameters were set to 1. respectively. The absolute structure was determined by refinement of the Flack parameter [5] . The polar axis restraints were taken from Flack and Schwarzenbach [6] . wR(F 2 all data) wR2 = 0.0842
Goodness-of-fit on F 2 0.931
Absolute structure parameter 0.017(10)
Largest and mean shift / s.u. 0.000and 0.000
Largest diff. peak and hole 0.621 and -0.740 e/Å 3 (Table S1) and [L·EY] 0 at 512 nm (Table S2) Figure S16 or Figure S17 . Similar correlation for detecting of cyanide was previously reported by others [7.8] . 
